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Differential expression of zinc finger protein 266 gene in non-small cell lung carcinoma

tissue with different biological behaviors and its significance

Zhao Xiaolong Ge Mingjian Li Li Department of Cardiothoracic Surgery First Affiliated Hospital Chongqing Medical University
Chongqing 400016 China

Abstract Objective To study the significance of occurrence development and lymphatic metastasis
of non-small cell lung carcinoma NSCLC by observing the expression level of zinc finger protein 266
ZNF266 in NSCLC tissue with differential biological behaviors. Methods Expression levels of ZNF266 in
30 samples of primary NSCLC tissue without lymphatic metastasis and its adjacent normal tissue and in 30 sam-
ples of primary NSCLC tissue with lymphatic metastasis were measured with the 3-step SABC immunohisto-
chemistry method. Results The positive expression rate of ZNF266 was significantly higher in primary NSCLC
tissue samples than in its adjacent normal tissue samples 40% vs 7% P <0.01  and in primary NSCLC
tissue samples with lymphatic metastasis than in those without lymphatic metastasis 67% vs 40% P <0.05 .
The expression level of ZNF266 was significantly higher in primary NSCLC tissue samples with lymphatic metas-
tasis than in those without lymphatic metastasis 93% vs 67% P <0.05 . Conclusion ZNF266 gene is in-
volved in the occurrence development and lymphatic metastasis of NSCLC.
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